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Abstract

o -Thalassemia is the common genetic disease in Thailand. The cause of o -thalassemia is the deletion of Ol -globin gene.
Southeast Asian (SEA) and THAI deletion types caused the most severe o —thalassemia 1and deletion sizes 3.7 kb and 4.2 kb caused
o.—-thalassemia 2. For o -thalassemia diagnosis at Naresuan University Hospital, gap PCR technique was used to detect only o.—
thalassemia 1, SEA and THAI deletion. This protocol did not covero -thalassemia 2 that might cause misdiagnosis. We developed
the technique to detect 4 OL—globin gene deletions ( ot—thalassemia 1: SEA, THAI types and o-thalassemia 2: -3.7 kb, o-4.2 kb)
found in Phitsaulok population so called 4-deletion multiplex PCR. We tested this technique in known 10 samples from Naresuan
University and found that it concordant to the conventional technique. This technique is accurate, efficient, less time-consuming and
save the cost in ¢ -thalassemia diagnosis. We planned to tested and evaluated deletions types in 100 Phitsanulok samples. Moreover,
these data could be valuable for prevention plan and control of o -thalassemia disease in Phitsanulok province.
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Twswvas seuihealalng (5=»3°) Auwig ANNLT N
02/3.7  CCC CTC GCC AAG TCC ACC C HUMEBA4:5676—> 5694 5 pmol
3.7-R AAA GCA CTC TAG GGT CCA GCG HUMHBA4:11514—> 11494 5 pmol
a2-R AGA CCA GGA AGG GCC GGT G HUMEBA4:7476—> 7457 5 pmol
4.2-F GGT TTA CCC ATG TGG TGC CTC HUMHBA4:3064—> 3084 12.5 pmol
4.2-R CCC GTT GGA TCT TCT CAT CAT TTC CC HUMHBA4:8942—> 8920 12.5 pmol
SEA-F CGA TCT GGG CTC TGT GTT CTC HSGG1:26120—>26140 5 pmol
SEA-R  AGC CCA CGT TGT GTT CAT GGC HSCOS12:3817—>3797 5 pmol
THAI-F  GAC CAT TCC TCA GCG TGG GTG HSGG1:9592—>9612 7.5 pmol
THAI-R  CAA GTG GGC TGA GCC CTT GAG HSCOS12:1241—>1221 7.5 pmol
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